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MACAL calculates the mass of an amino acid sequence with the following for-
mula: .
> (Sk+ Ms,)+Tn +Tc
MHF(S) = =1 +P
z

MHF(S) Mass of sequence S with charge z

n Length of sequence

S Mass of amino acid at position k in sequence S

Ms, Mass of modification at amino acid Sy, fixed or variable
Tx Addition to N-Terminus

Tc Addition to C-Terminus

P Mass of a proton, added or substracted depending on the species
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